PUES | IES 1| A 1]

s Ul JUs
i e aili e &S5 O] 2151 e85 L Jls
o —_blelo%_gll.oélmé rgwws_))_g
Lz M V1 VL 3] O] ate 3316 Lo LA

M l._g&fda;."ul

oxloxll alll §ao

88 a,Vl g 6,9



Dedication

To my parents who support me
throughout my life.

To my supervisor Dr. Humodi Ahmed
Saeed

To the coming generation that | hope

will benefit from my work.

-ii -



Acknowledgement

First of all thanks to Allah that my work is brought to reality.

Thanks to my supervisor Dr. Humodi Ahmed Saeed who was so kind, patient and
stood beside me along the way to here.

My thanks are extended to Dr. Mogahid Mohammed Elhassan for his efforts in
the performance of Multiplex PCR.

Finally, thanks to Miss. Suheir Ramadan and Miss. Igbal A. Ahmed for their

technical assistance.

- 1ii -



Abstract

Extended-spectrum [-lactamases (ESBLs) have become widespread throughout
the world and are now found in a significant percentage of Citrobacter youngae
and other enterobacteriaceae strains in certain countries. This study was
conducted in the Research Laboratory in Sudan University of Science and
Technology. The study was carried out during the period from December 2009 to
May 2010, to detect TEM, SHV and CTX-M genes in ESBLs-producing C.
youngae.

Six C. youngae strains were obtained from the Research Laboratory. All strains
were checked for purity by sub-culturing on nutrient agar and examined
microscopically. Bacterial DNA was extracted from each isolate using boiling
method. Multiplex PCR was adopted to detect these genes. The result revealed the
presence of TEM gene only in four of the isolates. It is concluded that, TEM gene
is the commonest gene in C. youngae isolates. Further studies with large number

of bacterial isolates are required to evaluate this result.
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BP Base pair

CTX-M Cefotaxime

DW Deionized water

DNA Deoxynucleic acid

dNTPs Deoxynucleotide pyrimidines
DDD Double Disc Diffusion
ESBLs Extended Spectrum Beta Lactamases
M Marker

MgCL, Magnesium chloride

NA Nutrient Agar

PCR Polymerase Chain Reaction
SHV Sulthydryl variable

TBE Tris base Boric acid EDTA
TEM Temoniera

UV Ultraviolet Light
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