Dedication

This work 1s dedicated

To my father

My mother

To those who are continuously giving me their moral support,

My husband

My kids Mohamed, Basmala & Abd Elrahman

My brothers and sisters

My Teachers, Friends & Colleagues,
With great appreciation & honor



Acknowledgements

First T thank Allah for providing me the strength and
patience to complete this work. Also I am greatly indebted to
my supervisor Dr Salah Eldein Sid Ahmed and Co
supervisor Professor Abd FElaziz Makkawi for their
assistance and supports, and Dr Nahid Gornas at Central lab-
who really encouraged me and made me to go deeper and
learn more about this field of science (Molecular Biology) and
like it, and also acted as co supervisor. Support and patience
during all phases of the study. Also my great thanks are
extended to Yossra Malik for her assistance in lab techniques
and also my great thanks to Dr Hanan Maawia, Dr Rania
Giha and Abd Elhafeez. My thanks are extended to Dr.Idris
Yagoub Director of El Obied lab- and ther staff Abu Obieda
and Dafaalla and my thanks also extended to Dr Mohamed
Elday in Sodary and Dr Mobarak in Ministry of Animals
wealth of El Obied for their assistance I am also indebted to
my friend Dr Hala El Rayah and Sabri Hussein at
Veterinary Research Institute for sound advice and assistance,
and my thanks also extended to deepest interest and valuable
advice .Also my great thanks is extended to the staff of Kuku
Diagnostic Unit Zahir, Ehssan, Dr Manal, Babikr, Maka

and all colleagues who supported me.



Abstract

This study was conducted to estimate the relationship
between and within some Sudanese camel breeds (Kababeish,
Shanabla and Nyalawi) by digestion of mitochondrial DNA using
three different restriction enzymes. DNA was extracted from 45
blood samples of Sudanese camels (15 samples form each breed).
Polymerase chain reaction was done using specific primers in
order to amplify the D-Loop region. The PCR products were
digested using three different restriction enzymes (tagl, hinf and
scal). The products were run on agarose gel 2%. The result of
this study revealed differences between the three breeds
according to digested and undigested samples. Tagl did not cut
any of the 45 samples of all breeds, while Scal cut 4.4% of the
Shanabla breed, 6.7% of Kababeish breed, but did not cut any of
Nyalawei camels. The third restriction enzyme hinf cut all
sample from Shanabla camels, and also cut 95.6% of Kababeish
breed and also 95.6% of Nyalawei camels The number of
samples included in this study although gives limited results, but
it highlighted some dark areas, which led us to recommend more
molecular markers should used to get more definite and specific
information which can help in management and conservation of

the breed resource prevent replacement through cross breeding.
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